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CLAIMS 

l . A monomer polypeptide construct ^comprising at least one tetranectin trimerising structural 
element (TTSE) which is covalcntly liriked to at least one heterologous moiety, said TTSE being 
capable of forming a stable triple alpha hYlical coiled coil complex with two ochcr TTSEs. with the 
proviso that the heterologous moiety is different from any of the fusion proteins CUH6FXTNI23, 
H6FXTN123, H6FXTN12, H6FXTN23, the\equences of which are shown in SJEQ ID NOs: 24-27. 



2. A monomer polypeptide construct comprisin&at least one tetranecti n truner'l&iiig oLuuuiui 

element (TTSE) which is covalently linked to at Least one heterologous moiety, said TTSE being 
capable of forming a stable triple alpha helical coiled coil complex with two other TTSEs, said at 
least one heterologous moiety being one which does not exclusively facilitate'expression and/or 
purification of the monomer polypeptide construct. 



3 . ^monomer polypeptide construct according to «y ffilfie\jr J iHiding-GteTOs. wherein the 
heterologous moiety is selected from the group consisting of a ligand binding structure; a toxin; a 
detectable label; an in situ activatable substance; an Enzyme; a radioactive moiety: a cytokine; a 
non-proteinaceous polymer such as a polymeric alkaloid, a po'lyalcohol, a polysaccharide, a lipid 
and a polyamine; a photo cross-linking agent; ancf a group facilitating conjugation of the monomer 
polypeptide construct to a target. 

4. A mouomer polypeptide construct according 
TTSEs which are covalently linked by a spacer ihoiety 
pan in complex formation with a third TTSE not 




preceding claim s . which comprises 2 
ich allows both of the 2 TTSEs to take 
the monomer polypeptide construct. 



5. A monomer polypeptide construct according to claim 4, wherein the spacer moiety has a length 
and a conformation which favours complex formation involving both of the two TTSEs which are 
covalently linked by the spacer moij^ 

Kmomer polypeptide construct according to claim 4-er-5 , wherein the spacer moiety is a 
polypeptide fragment 

7. -A monomer polypeptide construct according to .any of claim s 1 3, which comprises one single 
TTSE. 
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7fi^ Cio;An / 

8, -A monomer polypeptide construct according to any o f th r r prcicdhrg claims wherein the TTSE is 
derived from human tetranectin, murine tetranectin, C-type lectin of bovineytfartilage, or C-type 
lectin of shark cartilage. 

5 9.-A"monomer polypeptide construct according to claim 8, whereuzthe TTSE comprises a 

polypeptide sequence which has at least 68% sequence identity/with the consensus sequence shown 
in Fig. 2. 

10^. monomer polypeptide construct according to claiin^9 ) wherein the sequence identity with the 
consensus sequence is at least 75%, such aa at ieaat SlQjg, - at least 87%, ur at leasi 92% » 



10 



1 1. A monomer polypeptide construct according to my bliuiiii9 > ' i 8-16 , wherein at least one amino 

acid residue selected from the group consisting cf&mino acid residue nos. 6,2), 22, 24, 25, 27, 28., 

/ 

31, 32, 35, 39. 41, 42, is/are substituted by any non-helix breaking amino acid residue, the amino 
/ * / 

1 5 acid residue numbering referring to amino aciji residues in SEQ ID NO: 7. 

"76^ / (Halm I 

12. A monomer polypeptide construct according to ^ny of the prec e ding cidiura , wherein the at least 
one TTSE comprises a repeated heptad having the formula a-b-c-d-e-f-g (N to C), wherein a 
majority of the amino acids residues a And d are^wdrrahobic amino acids. 



H 0^ 



20 




OS 



25 



O.-A'monomer polypeptide constrict according tcTciafm 12, wherein heptad is repeated 3 times and 
wherein the last occurrence of theyneptad has a glutamine residue corresponding to residues a and d. 

-ffi€. / Claire I 

14. -A monomer polypeptide construct according to . any ot tho pr e ced i ng clai ms, wherein the at least 

one heterologous moiety is ctpalently linked to the TTSE via a peptide bond to the N- or C-tenninus 
of the TTSE peptide chain, yia a peptide bond to a side chain in the TTSE, via a bond to a cysteine 
residue, or when more than/one heterologous moity, combinations of these locations. 

15. ^monomer polypeptide construct according to any of the pr e ce d ing claims which lacks any free 
30 amino and/or carboxy groups . 

-TK<l / Cia;hn / 

16. -** monomer polypeptide construct according to any of the-preceding-cfatms which lacks a 
substantial part of the N- terminal region of tetranectin which is encoded by exon 1. 
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i aoy of tbe-procodmg cUuid s ccmpnsing two 



M.-At monomer polypeptide construct according 

heterologous moieties which are linked vjarpeptide bonds to the N- and C-terminus, respectively. 



i^pep™ 



18. A monomer polypeptide construct according to - any of the prece d ing claim s which is constructed 
5 so as to disfavour formalidn of complexes between identical TTSEs. 
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19. An oligomer which is comprised of CwoSmonomer polypeptide constructs according to any of 
claims 1-18, and which comprises at least three TTSFs or a muitiplum of chree TTSE's, or which is 
comprised of three monomer polypeptide constructs according to any of claims 1 -3 or 7- 1 8. 

20 An oligomer according to claim 19 which is stabte^m the temperature range 50-70°C 



60 



21. An oligomer according to claim ^hi«^rconiprises at least one heterologous moiety 

which is positioned N-terminallyto^TTSE and^sleast^one heterologous moiety which is 
1 5 positioned C-tenn inal ly to axTTSE. 




20 



"22. An oligomer according to claim 2 1 , wherein the at LeSst one heterologous moiety which is 
positioned N-terminally to a TTSE and the at least one heterologous moiety which is positioned C- 
terminally to a TTSE are part of the same monomeric polypeptide construct. 

23. .An oligomer according to claim 2 L/Whercin the at least one heterologous moiety which is 
positioned N-tenninally to a TTSE^nd the at least one heterologous moiety which is positioned C- 
terminally to a TTSE are partner two separate monomeric polypeptide constructs. 

25 24. An oligomer according to any of olninij 19^ 33, wherein each monomer polypeptide construct is 
designed so as to disfavour formation of trimers including two monomer polypeptide constructs 
having identical TTSEs. 



25. A method of preparing a monomer polypeptide construct according to any 
30 method comprising 



) any ot ohm ; 



* mo the 



35 



isolating the monomer oerlypeptide cor^Tnwrftom a culture comprising a host cell which 
carries and expressed nucleic acid fragment which encodes the monomer polypeptide 
construct, or 
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synthesizing, by means of chemical peptide synthesis, the monomer polypeptide construct and 
subsequently isolating the monomer polypeptide constmct/from tlie reaction mixture, or 

preparing a TTSE in a culture comprising a host cell which carries and expresses a nucleic 
5 acid fragment which encodes the TTSE. subsequently linking covalently at least one 

heterologous moiety to the TTSE, and thereafter isolating the resulting monomer polypeptide 
construct, or 

syntiiesizine, by means of chemical peptide/synthesis, a TTSE, subsequently linking 
1 0 covalently at least one heterologous moietfy to the TTSE, and thereafter the isolating the 

resulting monomer polypeptide construct from the reaction mixture, 

and optionally subjecting the monomer polypeptide construct to further processing. 

1 5 26- A method for preparing a diineric y6ligomer*aecp rding to glniui 19 which comprises 

admixing a monomer polypeptide construct according to any of ^ cOiims - 1 which includes 
two TTSEs (construct 1) yith a monomer polypeptide construct according to«a ay of clara s-l*- 



fith; 
/only i 



(COJE 
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- 3 ob ^ 7u IB ' which includes only one TTSE (c 
effecting the two TTSIE's of construct 1 to cimjplex with the TTSE of construct 2, and 
isolating the resuytag dimer and optionally subjecting the dimer to further processing. 



^ ^ 25 27. A method for preparing a trimeric oligomer *a e co rding to claim 1 9 which comprises 

0^ 



admixing tnree monomer polypeptide constructs according to any ot cla i rm 1-1 8 with each 



other, 



30 - effecting complex formation between one TTSE of each monomer polypeptide construct, and 

isolating the resulting trimer and optionally subjecting the trimeric oligomer to further 
processing. 

35 28. A kit comprising 
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a first package comprising at least one container means, 
containing a moncmer polypeptide construct according to 



at least one container means 

ia:m.l. 




a second package comprising at least one cont&incy means, each at least one container means 
in the second package containing a monomer polypeptide construe! according to S nfto/flauiifr 
- the second package being different from the first package with respect to choice and/or 
number of monomer polypeptide constructs mc/uded therein, and optionally 
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a third package comprising ar least one container means, each at least one container means in 
the third package containing a monomer polypeptide construct according to any of - olaims -r^ 
-fj$ , the second package being different fryrn the first and second packages with respect to 
choice and''or number of monomer polypeptide constructs included therein. 



15 29. A kit according to claim 28, wherein the/ at least one container means in each package contains 
mutually distinct monomer polypeptide constructs. 



30. A kit according to claim 28*wS9 t wjheretn all coi 
mutually distinct polypeptide construe 




iner means comprised in the kit comprises 



^ 31.. A nucleic acid fragment in isolated form which encodes a TTSE as defined in any ot claims >™M S 
or which encodes the polypeptide ] 
o i aim j 1 1-8, with the proviso tfaamhe nucleic acid fragment is different from one that encodes native 
members of the tetranectin fami/y, and that the nucleic acid fragment is different from one chat 
25 encodes any of the fusion protons CIIH6FXTN1 23, H6FXTN123, H6FXTN 12, H6FXTN23, the 
sequences of which are shown/ in SEQ ID NOs: 24-27. 



* 32. A replicable vector whicn comprises a nucleic acid fragment according to claim 3 L 

30 33. A transformed host ce/l, which comprises a nucleic acid fragment according to claim 3 1 or a 
replicable vector according to claim 3 1 . 



34. Use of a monomer polypeptide construct according^ any of claims 1 - 1 8 or to a an oligomer 
construct according to any of claims 19-24 for Targeted gene therapy involving selective delivery of 
35 the material for transfecrion or infection of the spMfflfc^opiilation of cells. 
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35. The according to claim 34 wherein the at leasj/orie heterologous moity comprises a 
selected from a hgand binding structure such as preceptor molecule cr the ligand binding part of a 
receptor molecule, and wherein the gene therapy-involves the delivery of nucleic acids to the desired 
population of cells by use of a viral vector directed to cells display ing the artificial receptor complex 
corresponding to the heterologous moity/^ 

36. The use of a monomer polypeptid^construct according to any of claims ! - 1 S cr to a an oligomer 
according to any of claims 19-24 as a component of a chimaeric product having low antigenicity in 

1 0 humans relative to formulations comprising^ or more components of non-human origin. 

37. The use of a monomer polypeptide construct according to any of claims I- 18 or to a an oligomer 
according to any of claims 19-24 as a vehicle for assembling antibody fragments into oligomeric or 
multivalent e ntitie s for generating chimeric artificial antibodies having preselected pharmacokinetic 

1 5 and /or pharm adynam i c properties. 

38. The use of a monomer polypeptide construct according to any of claims 1-18 or to a an oligomer 
according to any of claims 19-24 for delivering an imaging or tcxui-conjugaied antibody to a rumor. 

20 S^The use of a monomer polypeptide construct according to any of claims 1-18 or to a oligomer 



( 



according to any of claims 19-24 as a vehicle delivering an substance to aoarget cell or tissue. 



40. The use of a monomer polypeptide construct according to any of claims 1-18 or to a oligomer 
according to any of claims 19-l\ for a labelled construct wherein the label is coupled to one or to of 
25 the TTSE monomer units. 



41. The use of a monomer polypeptide construct according to any of claims i-18 cr to a oligomer 
according to any of claims 19-24 for pflsteiikUbrary technology, such as phage display technology. 

30 42. The use according to claim 41 compfi^irrg a poly nucleotide molecule encoding one or more 
TTSE. 



43. The use according to claim 41 comprising asvector encoding one or more TTSE. 
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44. The use of a monomer polypeptide construe: according to any of claims i-18 or to a oligomer 
according to any of claims 19-2*\for the preparation of a pharmacutical composition. 

45. The use according to any to clJrim 44, wherein the pharmaceutical composition further comprises 
5 a pharmaceutical^ acceptable exctjbient. 

46. The use according to claim M o™\wherein the pharmaceutical composition is administered by 
a route selected from the group consisting of the intraveneous route, the intraarterial route, the 
transmembranes route of the buccal, anal, vaginal or conjunctival tissue, the intranasal route, the 

10 pulmonary route, the transdermal route, the intramuscular routed, subcutaneous rome, intrarechal 
route, inoculation into tissue such as a tumour, or by an implant. 




<5L 
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47. The use according to any of claims 34 to 46 

wherein the monomer polypeptide construct according to any of claims I -1 8 or the oligomer 
according to any of claims 19-24 comprised in a liposome 

i 

48. A method for treating or preventions of a disease comprising administering to the subject in need 
thereof an effective amount of a pharmaceutical composition as defined in any of claims 44 and 45. 



20 49. A method for treating or ptasventing a disease comprising administering to the subject in need 
thereof an effective amount of a\elevant pharmceutical coupied to a monomer polypeptide construct 
according to any of claims 1-18 oripifoligomer according to any of claims 19-24. 



50, A method for targeted gene tin 




mprising use of a monomer polypeptide construct 



25 according to any of claims 1 - 19 or to a oligomer according to any of claims 19-.24. 



1^6 WW 
5 1 Armethod 

to-anv cf e4atms-l:-l 8-orJTLan oligomer accord ing to any of claim g 10-^* j^hn-^m at least one TTSE 




mprising us o of nmon ^ faer polypt ' ptrde - eongtr u ct acco r d i ng : 



is modifyed with a membrane integrating or assoc^ixi^jatity having affinity to the specific 
30 population of cells in the body relevant for the genepflrerapy. 



52. A method according to any - oreJa 



wherein 



the monomfer polyp e ptide 



4^L 



/ 

construct accordin g t o mmy o f claim: . 1 18 * ortho oligomer 



£ 



^ ar^r ^m |T tn nr t y uf Lilaiii i ^ -T9=$4 is administered by a route selected from the group consisting of the 
35 intraveneous route, the intraarterial rotne, the transmembranes route of the buccal, anal og vaginal 
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tissue, intranasal route, the pulmonary route, the 
intratechal the buccal, inoculation into tissue 




jsrmaJ route, intramuscular, subcutaneous, 
" \ or by an implant- 



53. A method for prevention and/otareating a disease, comprising administering xo a mammai in 
5 need thereof a prophy lactically or therapeutically effective amount of a construct comprising the 
monomer polypeptide construct accorcm^ to any of claims 1- 1 8 or the oligomer according to any of 
claims 19-24. 



54. A method for diagnosis comprising a construct comprising the monomer polypeptide construct 
10 according to any of claims 1-18 ortheNoligomer according to any of claims 19-24 together with a 
diagnosing component coupled thereorA 
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